
≥ 90% (ML)
≥ 80% (ML)

virB4_FATA

virB4_FA

virB4_F

virB4_B

virB4_T

virB4_T

virB4_T

virB4_G

virB4_C

virB4_I

virD4

0.10
≥ 70% (ML)

virB4_T

Nitrosomonas eutropha C91 NC_008341 (p)
Photobacterium profundum SS9 NC006371 (c)

Shewanella baltica OS195 NC_010000 (p)
Legionella longbeachae NSW150 NC_013861 (c)

Rhizobium etli CFN 42 NC_007762 (p)
Agrobacterium vitis S4 NC_011991 (p)

Desulfovibrio salexigens DSM 2638 NC_012881 (c)
Desulfotalea psychrophila LSv54 NC_006139 (p)
Polaromonas naphthalenivorans CJ2 NC_008781 (c)

Thiomonas intermedia K12 NC_014153 (c)
Methylovorus sp SIP3-4 NC_012970 (p)

Halothiobacillus meapolitanus c2 NC_013422 (c)
Acidithiobacillus ferrooxidans ATCC 53993 NC_011206 (c)

Prosthecochloris aestuarii DSM 271 NC_011061 (p)
Leptotrichia buccalis DSM 1135 NC_013192 (c)

Acidobacterium capsulatum ATCC 51196 NC_012483 (c)
Acidobacterium capsulatum ATCC 51196 NC_012483 (c)

Vampirovibrio chlorellavorus (plasmid 2)

Vampirovibrio chlorellavorus (plasmid 1)
Vampirovibrio chlorellavorus (contig 21)

virB4_T/trbE


